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Abstract
Smoking is a big problem that can cause death throughout the world. The main ingredient in cigarettes, nicotine, is toxic to humans 
in several ways. Quitting smoking with the help of medication is associated with adverse side effects such as drowsiness, dry mouth, 
and nausea. The option of quitting smoking with herbal concoctions such as Zingiber officinale is the recommended choice. The 
active components of ginger are gingerol and shogaol, which are responsible for their pharmacological effects on immunoglobulin 
A, which can improve the immune system. The method used is molecular docking, which looks at the stability of human secretory 
immunoglobulin A when interacting with gingerol and bupropion, which are used as comparison compounds. Molecular docking 
findings of all herbal material samples revealed that almost all bioactive substances had lower binding energies than immunoglobulin 
A, especially proteins with PDB IDs 6UE7 and 6UEA. However, only a few ginger-derived bioactive compounds interacting with the 
6UEA protein show binding energy values smaller than -7 ± 0.5 kcal/mol. The compounds 8-Gingerol, 8-Shogaol, 6-Shogaol, 6-Gin-
gerol, 5-Shogaol, and 4-Shogaol were able to target the immunoglobulin A receptor protein better than the control, although not as 
good as the native ligand. Gingerol and Bupropion compounds have stable RMSD and RMSF values compared to human secretory 
immunoglobulin A without the ligand.
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Introduction

Smoking has become a significant problem in the world 
that can cause death. The activity of smoking tobacco has 
spread to all groups of people in the world. Six million 
fatalities per year are thought to be attributable to tobac-
co smoking, which an estimated 1.1 billion people use. 
A further 600,000 fatalities are attributable to second-
hand smoking exposure (GBD 2021; Le Foll et al. 2022). 

However, tobacco smoking is a severe health risk, and ac-
cording to WHO estimates, almost a billion people world-
wide still use tobacco products, including the increasing-
ly common smokeless variants (Fagerström 2012; West 
2017; WHO 2022). Nicotine is perhaps the most essential 
and potent pharmacologically active substance in tobacco 
products despite its many deleterious effects on the hu-
man body (Benowitz 2009). Tobacco smoking is highly 
addictive because of the nicotine (FDA 2022). Several 
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studies have looked at how smoking affects immunoglob-
ulin (Ig) levels (Srivastava et al. 1991). Several studies have 
investigated the effects of tobacco smoking on immuno-
globulin (Ig) levels using various assays. Smoking is as-
sociated with decreased concentrations of IgG and IgA in 
serum and saliva (Giuca 2014; Tarbiah 2019). Inhibition 
of in vitro cytokine production by intestinal and peripher-
al blood mononuclear cells, as well as induction of specific 
allergic T and B lymphocyte subtypes, are just some of the 
ways nicotine can influence humoral and cellular immu-
nity (McAllister et al. 1994; Sopori et al. 1998; Pavia and 
Plummer 2020).

Pharmacotherapy, such as nicotine replacement treat-
ment, bupropion, or varenicline, may help people quit 
smoking. However, these medications include drowsiness, 
dry mouth, and nausea as adverse effects (Jiloha 2014; 
Howes et al. 2022; Mendelson 2022). According to many 
studies (Kitikannakorn et al. 2013; Dwivedi and Chopra 
2015; Puttarak et al. 2018), herbal medicine may be a vi-
able choice for smoking cessation therapy since it is more 
readily available with fewer adverse effects.

Ginger, commonly known as Zingiber officinale, is often 
used as a food or beverage component and herbal reme-
dy. Ginger is well-known for its distinctive and essential 
medicinal properties, including its ability to be chemo-
protective and have anticancer, antioxidant, anticoagu-
lant, antibacterial, antiemetic, and antipyretic. Mahassni 
and Bukhari’s (2019) findings showed an increase in the 
average number of red blood cells and haemoglobin levels 
in smokers and an increase in IgM levels in non-smokers 
after consuming ginger water extract, so the antibody re-
sponse or humoral immunity is more robust against infec-
tion. The active ingredients in ginger that are responsible 
for its pharmacological activity were discovered to be gin-
gerol and shogaol. Gingerol and shogaol were found to be 
the active compounds of ginger responsible for their phar-
macological actions. Of the eight ginger elements, shogaol 
and ginger enone-A showed the highest scores with strong 
and active site residue interactions, so that they could be 
the most appropriate choices (Nag and Banerjee 2021). 
Unbranched alkyl chains with lengths and weights vary-
ing between 300 and 500 Da are present in each homol-
ogous group of ginger. For instance, 4-, 6-, 8-, 10-, and 
12-gingerol and 4-, 6-, 8-, 10-, and 12-shogaol are exam-
ples of homologues of the respective compounds (Peng et 
al. 2023). IgA is employed as a comparison molecule in 
molecular docking studies using observation parameters 
(Pratama 2016; Syahputra et al. 2020; Harahap et al. 2021).

Materials and methods
Molecular docking

Selected target proteins’ 3D structures were retrieved 
from the RSCB PDB database at https://www.rcsb.org. In 
contrast, ChemSketch was used to generate the 3D struc-
tures of each ligand using data in the PubChem database 

(https://www.pubchem.ncbi.nlm.nih.gov). Additionally, 
the protein was created using the Discovery Studio 2019 
program by eliminating water molecules, and Pyrx v.0.9.8 
was used to minimize the energy of the ligands. Autodo-
ck Vina, included in Pyrx v.09.8, was used for docking 
(Trott and Olson 2010). The targeted docking approach 
and a parameter exhaustion limit of 50 were used. Us-
ing PrankWeb (https://prankweb.cz/) (Dávid et al. 2022), 
the size of the grid box was modified to the location of 
the amino acid residues (Table 1) based on the expected 
locations of the binding sites. The docking outcomes are 
acquired as binding affinity or affinity energy due to the 
compound’s interaction with the protein. Furthermore, 
the BioVia Discovery Studio 2019 program was used to 
visualize the interactions between the substances and the 
docked proteins.

Molecular Mechanics Poisson-Boltz-
mann Surface Area (MMPBSA) method

MMPBSA.py version 16.0 is used to compute free energy 
(Valdés-Tresanco et al. 2021). At a temperature of 310.15 
oK, 500 total frames were examined.

Molecular Dynamics (MD) simulation 
method human secretory immunoglob-
ulin a with some test compounds

Protein and ligand preparation used GROMACS 2019 
(Abraham et al. 2015), consisting of topological protein 
preparations with pdb2gmx. The force field for proteins 
uses AMBER99SB (Lindorff-Larsen et al. 2010). For cold 
ligand topologies, acpype is used. Furthermore, com-
bining protein and ligand topology, solvation, addition 
of ions, equilibration, minimization and production of 
MD were carried out. MD production was carried out for 
50,000 ps (50 ns). Using the qtGrace program, the MD 
interpretation is shown as a root mean square deviation 
(RMSD) graph for the backbone, a root mean square fluc-
tuation (RMSF) graph for C-alpha, and a solvent-accessi-
ble surface area (SASA) graph for protein.

Results and discussion
IgA receptors

Redocking cannot be done because the three 3D struc-
tures of the IgA receptor protein do not have native 
ligands/NL, so the binding site is predicted through 
Prank Web. The findings of molecular docking on all 

Table 1. Web Prank Prediction.

Control PDB 
ID

Probabilit Center Center-Dimension Dimension

y x y z x y z
IgA 6LX3 0.007 79.9157 110.0593 108.9573 16 20 20

6UE7 0.012 182.302 238.868 233.236 25 25 22
6UEA 0.642 230.2669 158.9447 258.4982 30 30 30

https://www.rcsb.org
https://www.pubchem.ncbi.nlm.nih.gov
https://prankweb.cz/
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samples of herbal substances revealed that practically all 
bioactive chemicals, particularly proteins with PDB IDs 
6UE7 and 6UEA, had lower energy binding values than 
IgA. Only a tiny subset of ginger’s bioactive chemicals, 
Table 2, which interact with the 6UEA protein, have en-
ergy binding values less than -7 0.5 kcal/mol (Trott and 
Olson 2010). Additionally, the top six derivative com-
pounds– 8-Shogaol, 8-Gingerol, 6-Shogaol, 6-Gingerol, 
5-Shogaol, and 4-Shogaol–from the group of 13 were 
chosen (based on the average binding affinity/BA rank-
ing) and proceeded for additional investigation together 
with positive controls.

Furthermore, Table 3 shows the binding site residues 
formed between the IgA receptor protein and the native 
ligand (NL), samples and controls. Hydrogen and hydro-
phobic bonds are the most dominant based on the type of 
bonds produced. The sample and control compounds re-
tain the amino acid residue from the active site predicted 
by Prank Web.

The 3D visualization of the corresponding complexes 
of the IgA receptor protein with compound and control 
ligands is shown in Fig. 1 as the results. Because the grid 
box has been modified to the control redocking, which re-
sults in an RMSD < 2, the binding site and each ligand are 
identical to the control (Trott and Olson 2010).

The herbal component ginger has a more significant in-
teraction potential than the control but is not as excellent 
as the native ligand, according to molecular docking stud-
ies. It is projected that 8Gingerol, 8-Shogaol, 6-Shogaol, 
6-Gingerol, 5-Shogaol, and 4-Shogaol may target IgA re-
ceptor proteins.

Results Of MMPBSA human secretory 
Immunoglobulin A

The free energy value of bupropion is more harmful, ac-
cording to the mmPBSA findings of a molecular dynamics 
simulation between human secretory immunoglobulin A 
and Gingerol and bupropion. Human secretory immuno-
globulin A and bupropion have a free energy difference 
of -3.42 kcal/mol. The Bupropion chemical interacts more 
favorably with human secretory immunoglobulin A, as 
shown by free energy calculations using mmPBSA. The 
results match those of the molecular dynamics simulation.

Results of MD simulation of human se-
cretory immunoglobulin a with some 
test compounds Root Mean Square De-
viation (RMSD)

RMSD is a crucial indication for assessing the structural 
stability of a protein since it quantifies the typical depar-
ture of a protein structure from its initial shape at a par-
ticular period. To determine the stability of human secre-
tory immunoglobulin A in its interactions with the test 
substances gingerol and bupropion, a molecular dynamics 
simulation has been run for 50,000 ps. The Native protein 
(human secretory immunoglobulin A) has an RMSD of 
around 0.8 nm, according to MD findings. Human secre-
tory immunoglobulin A’s interaction with the Bupropion 
test substance slightly reduced the RMSD value, which 
was 0.7 nm. On interaction with Gingerol, it slightly in-
creased by 0.9 nm (Fig. 2). The interaction with Bupropi-
on reaches equilibrium at about 15 ns. Thus, human se-
cretory immunoglobulin A may have a stable interaction 
with Bupropion.

Root Mean Square Fluctuation (RMSF)

We also examined immunoglobulin A’s adaptability and 
interactions with the test substances (Fig. 3). RMSF stands 
for root mean square displacement and measures how 
each amino acid residue in a protein differs from the typ-

Table 2. IgA receptor target protein binding affinities to drug 
and control ligands.

6LX3 6UE7 6UEA
Ligand Ranking BA (Kkal/

mol
Ranking BA (Kkal/

mol
Ranking BA (Kkal/

mol
Mean 

ranking
IgA 13 -4.6 15 -4.5 15 -6.2 14.33
Bupropion 11 -5 7 -5.2 13 -6.4 10.33
8-Shogaol 10 -5.1 6 -5.3 2 -7.2 6.00
8-Gingerol 2 -5.3 11 -5 6 -7 6.33
6-Shogaol 5 -5.2 3 -5.7 1 -7.2 3.00
6-Gingerol 1 -5.4 9 -5.2 4 -7.1 4.67
5-Shogaol 8 -5.1 2 -5.7 3 -7.1 4.33
4-Shogaol 4 -5.2 1 -5.7 10 -6.7 5.00

Table 3. Interactions of amino acid residues generated in IgA 
receptor proteins with compounds.

Ligand 6LX3 6UE7 6UEA
IgA A:PHE279 F:TRP281 F:ALA289 E:SER306, E:CYS323, 

E:ALA325, E:THR282, 
E:PRO283, E:CYS266

Bupropion A:VAL304, A:PHE279, 
A:THR278, A:LEU268, 

A:ALA325

F:PHE279, F:TRP281, 
F:ALA289

E:VAL304, E:LEU268, 
E:LEU271, E:ALA277, 
E:LEU246, E:CYS266, 
E:ALA325, E:PHE279, 

E:HIS327
8-Shogaol A:THR278, A:VAL304, 

A:PHE279, A:TYR302, 
A:ALA325

F:TRP281, F:PRO283, 
F:ALA289, F:PHE279

E:VAL304, E:ALA325, 
E:LEU271, E:ALA277, 
E:TRP281, E:THR280, 
E:SER306, E:HIS327, 
E:CYS266, E:LEU268

8-Gingerol A:LEU268, A:ALA325, 
A:THR278, A:VAL304, 

A:PHE279

F:PHE279, F:PRO283, 
F:TRP281, F:LEU308, 

F:ALA289

E:THR280, E:SER306, 
E:LEU268, E:ALA326, 
E:HIS327, E:CYS266, 
E:CYS323, E:ALA325, 
E:LEU271, E:ALA277, 
E:LEU246, E:LEU248, 

E:VAL304
6-Shogaol A:PHE279, A:TYR302, 

A:LEU268, A:VAL304
F:TRP281, F:PRO283, 
F:LEU308, F:ALA289, 

F:PHE279

E:VAL304, E:ALA325, 
E:CYS266, E:CYS323, 
E:LEU268, E:LEU271, 
E:ALA277, E:HIS327

6-Gingerol A:LEU268, A:THR278, 
A:VAL304, A:TYR302

F:PHE279, F:PRO283, 
F:TRP281, F:LEU308, 

F:ALA289

E:THR280, E:HIS327, 
E:THR324, E:LEU268, 
E:LEU271, E:LEU246, 
E:LEU248, E:CYS266, 
E:CYS323, E:ALA277, 

E:VAL304
5-Shogaol A:TYR302, A:VAL304, 

A:PHE279
F:PRO283, F:LEU308, 
F:ALA289, F:TRP281

E:VAL304, E:ALA325, 
E:TRP281, E:HIS327, 
E:SER306, E:LEU268, 
E:LEU271, E:CYS266

4-Shogaol A:TYR302, A:VAL304, 
A:PHE279

F:TRP281, F:PRO283, 
F:LEU308, F:ALA289, 

F:PHE279

E:VAL304, E:THR280 
E:ALA325
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6LX3 6UE7

6UEA

Figure 1. Visualization of docking results, a Ligand bond position; b IgA; c Bupropion; d 8Shogaol; e 8-Gingerol; f 6-Shogaol; 
g 6-Gingerol; h 5-Shogaol, and i 4-Shogaol.

Figure 2. RMSD of human secretory immunoglobulin A. Figure 3. RMSF of human secretory immunoglobulin A.
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ical conformation. According to Huang et al. 2021, the 
flexibility of the residue during pressure treatment in-
creases with residual variation. The graph of RMSF hu-
man secretory immunoglobulin A when interacting with 
the Gingerol test compound is similar to RMSF human se-
cretory immunoglobulin A without a ligand. Meanwhile, 
the RMSF value of human secretory immunoglobulin A 
when interacting with Bupropion decreased. This RMSF 
value is consistent with the RMSD value.

Solvent-Accessible Surface Area 
(SASA)

The protein surface area that solvents may reach is de-
termined by SASA analysis. As SASA values rise, relative 
growth may be seen (Krebs and De Mesquita 2016). The 
SASA value for human secretory immunoglobulin A with-
out ligand molecules was 138.15 nm2. In contrast, while 
interacting with the test substances Gingerol and Bupro-
pion, the SASA values of human secretory immunoglob-
ulin A underwent a modest drop, measuring 135.06 nm2 
and 134.67 nm2, respectively (Fig. 4).

Based on MD results for 50 ns, the Buprion compound 
has RMSD and RMSF values which are more stable com-
pared to human secretory immunoglobulin A without the 

ligand. Thus, Bupropion may have the ability to bind to 
human secretory immunoglobulin A stably. To validate 
these in silico results, it is necessary to carry out in vitro 
and in vivo validation tests.

Conclusion

Molecular docking findings on all herbal material sam-
ples show that almost all bioactive compounds have low-
er binding energies than immunoglobulin A, especially 
for proteins with PDB IDs 6UE7 and 6UEA. However, 
only a few ginger-derived bioactive compounds interact-
ing with the 6UEA protein show binding energy values 
smaller than -7 ± 0.5 kcal/mol. Herbal compounds de-
rived from ginger have better interaction potential than 
controls. 8-Gingerol, 8-Shogaol, 6-Shogaol, 6-Gingerol, 
5-Shogaol, and 4Shogaol can potentially interact with 
the immunoglobulin A receptor protein. Gingerol and 
Bupropion have more stable RMSD and RMSF values 
when human secretory immunoglobulin A is compared 
without ligand. Bupropion may have the ability to bind 
human secretory immunoglobulin A stably. However, 
Gingerol can bind to human secretory immunoglobulin 
A. In vitro and in vivo tests need to be carried out to val-
idate the in silico results.

Acknowledgments

The authors are grateful to Indonesian Endowment Fund 
for Education/Lembaga Pengelola Dana Pendidikan 
(LPDP) from the Ministry of Finance Republic Indonesia 
for funding this research.

References
Abraham, James M, Murtola T, Schulz R, Páll S, Smith JS, Hess B, Lindah 

E (2015) GROMACS: High performance molecular simulations 
through multi-level parallelism from laptops to supercomputers. 
SoftwareX 1–2: 19–25. https://doi.org/10.1016/j.softx.2015.06.001

Benowitz NL (2009) Pharmacology of nicotine: addiction, smoking-in-
duced disease, and therapeutics. Annual Review of Pharmacology 
and Toxicology 49: 57–71. https://doi.org/10.1146/annurev.pharm-
tox.48.113006.094742

Figure 4. Solvent-Accessible Surface Area (SASA) human se-
cretory immunoglobulin A.

Table 4. Results of mmPBSA human secretory immunoglobu-
lin A calculations.

Energy Average (kcal/mol)
Component Gingerol Bupropion

ΔBOND 0 0
ΔANGLE 0 0
ΔDIHED 0 0
ΔVDWAALS -12.71 -14.96
ΔEEL -6.31 -71.54
Δ1-4 VDW 0 0
Δ1-4 EEL 0 0
ΔEPB 11.99 75.05
ΔENPOLAR -10.74 -11.9
ΔEDISPER 17.16 19.93
ΔGGAS -19.02 -86.5
ΔGSOLV 18.41 83.08
ΔTOTAL -0.61 -3.42

https://doi.org/10.1016/j.softx.2015.06.001
https://doi.org/10.1146/annurev.pharmtox.48.113006.094742
https://doi.org/10.1146/annurev.pharmtox.48.113006.094742


Alamsyah RM et al.: Molecular docking study of ginger on Immunoglobulin A6

Crichton M, Marshall S, Marx W, Isenring E, Lohning A (2023) Ther-
apeutic health effects of ginger (Zingiber officinale): updated narra-
tive review exploring the mechanisms of action. Nutrition Reviews: 
81(9): 1213–1224. https://doi.org/10.1093/nutrit/nuac115

Jakubec D, Skoda P, Krivak R, Novotny M, Hoksza D (2022) Prank-
Web 3: accelerated ligand-binding site predictions for experimental 
and modelled protein structures. Nucleic Acids  Research 50(W1): 
W593–W597. https://doi.org/10.1093/nar/gkac389

Dwivedi S, Chopra D (2015) Neem (Azadirachta indica) as an alternative 
therapy for tobacco cessation. The Indian Journal of Chest Diseases 
and Allied Sciences 57: 42–43. https://doi.org/10.5005/ijcdas-57-1-42

Fagerström K (2012) Determinants of tobacco use and renaming the 
FTND to the Fagerström test for cigarette dependence. Nicotine & 
Tobacco Research 14: 75–78. https://doi.org/10.1093/ntr/ntr137

Fajrin FA, Nugroho AE, Nurrochmad A, Susilowati R (2020) Ginger ex-
tract and its compound, 6-shogaol, attenuates painful diabetic neu-
ropathy in mice via reducing TRPV1 and NMDAR2B expressions in 
the spinal cord. Journal of Ethnopharmacology 249: e112396. https://
doi.org/10.1016/j.jep.2019.112396

FDA [Food and Drug AS] (2022) Food and Drug. https://www.fda.gov/
tobacco-products/health-effectstobacco-use/nicotine-why-tobac-
co-products-are-addictive [06/29/2022]

GBD 2019 Tobacco Collaborators (2021) Spatial, temporal, and demo-
graphic patterns in prevalence of smoking tobacco use and attribut-
able disease burden in 204 countries and territories, 1990–2019: A 
systematic analysis from the Global Burden of Disease Study 2019. 
Lancet 397(10292): e2337.

Giuca MR, Pasini M, Tecco S, Giuca G, Marzo G (2014) Levels of salivary 
immunoglobulins and periodontal evaluation in smoking patients. 
BMC immunology 15: 1–5. https://doi.org/10.1186/1471-2172-15-5

Harahap U, Purnomo H, Satria D (2021) In-silico analysis Of 1, 3-BIS 
(p-Hydroxyphenyl) urea as anti-inflammatory through inhibition 
of COX-1 and TNF-α. Rasayan Chemical Journal 14(3): 1489–1492. 
https://doi.org/10.31788/RJC.2021.1436163

Howes S, Hartmann-Boyce J, Livingstone-Banks J, Hong B, Lindson N 
(2020) Antidepressants for smoking cessation. Cochrane database of 
systematic reviews 4: CD000031. https://doi.org/10.1002/14651858.
CD000031.pub5

Yechuan H, Zhang X, Suo H (2021) Interaction between β-Lactoglobulin 
and EGCG under High-Pressure by Molecular Dynamics Simula-
tion. PLOS ONE 16 (12): e0255866. https://doi.org/10.1371/journal.
pone.0255866

Jiloha RC (2014) Pharmacotherapy of smoking cessation. Indian Journal 
of Psychiatry 56(1): e87. https://doi.org/10.4103/0019-5545.124726

Kitikannakorn N, Chaiyakunapruk N, Nimpitakpong P, Dilokthorn-
sakul P, Meepoo E, Kerdpeng W (2013) An overview of the evidences 
of herbals for smoking cessation. Complementary Therapies in Med-
icine 21(5): 557–564. https://doi.org/10.1016/j.ctim.2013.08.006

Krebs BB, De Mesquita JF (2016) Amyotrophic lateral sclerosis type 20 – In 
silico analysis and molecular dynamics simulation of HnRNPA1. PLOS 
ONE 11(7): e0158939. https://doi.org/10.1371/journal.pone.0158939

Kresten L-L, Piana S, Palmo K, Maragakis P, Klepeis JL, Dror RO, Shaw 
DE (2010) Improved side-chain torsion potentials for the amber 
Ff99SB protein force field. Proteins: Structure, Function and Bioin-
formatics 78(8): 1950–1958. https://doi.org/10.1002/prot.22711

Le Foll B, Piper ME, Fowler CD, Tonstad S, Bierut L, Lu L, Jha P, Hall 
WD (2022) Tobacco and nicotine use. Nature Reviews Disease Prim-
ers 8(1): 1–19. https://doi.org/10.1038/s41572-022-00346-w

Mahassni SH, Bukhari OA (2019) Beneficial effects of an aqueous gin-
ger extract on the immune system cells and antibodies, hematolo-
gy, and thyroid hormones in male smokers and nonsmokers. Jour-
nal of Nutrition & Intermediary Metabolism 15: 10–17. https://doi.
org/10.1016/j.jnim.2018.10.001

McAllister CG, Caggiula AR, Knopf S, Epstein LH, Miller AL, Antelman 
SM, Perkins KA (1994) Immunological effects of acute and chronic 
nicotine administration in rats. Journal of neuroimmunology 50(1): 
43–49. https://doi.org/10.1016/0165-5728(94)90213-5

Mendelsohn C (2022) Optimal use of smoking cessation pharmacother-
apy. Australian Prescriber 45(1): 1–10. https://doi.org/10.18773/aust-
prescr.2022.001

Nag A, Banerjee R (2021) Network pharmacological evaluation for iden-
tifying novel drug-like molecules from ginger (Zingiber officinale 
Rosc.) against multiple disease targets, a computational biotechnology 
approach. Network Modeling Analysis in Health Informatics and Bio-
informatics 10(1): 1–55. https://doi.org/10.1007/s13721-021-00330-6

Pavia CS, Plummer MM (2020) Clinical implications of nicotine as an an-
timicrobial agent and immune modulator. Biomedicine & Pharmaco-
therapy 129: e110404. https://doi.org/10.1016/j.biopha.2020.110404

Peng Y, Zeng Y, Zheng T, Xie X, Wu J, Fu L, Lu F, Zhang L, Chen Y, Liu X, 
Wang L (2023) Effects of Tiaopi Xiezhuo decoction on constipation 
and gut dysbiosis in patients with peritoneal dialysis. Pharmaceutical 
Biology 61(1): 531–540. https://doi.org/10.1080/13880209.2023.2193
595 [PMID: 36994999; PMCID: PMC10064829.]

Pratama MRF (2016) [July] Studi In silico afinitas katinon dan metab-
olitnya terhadap reseptor dopamin D 1 dan D 2. Proceedings of the 
National Seminar Treatment of Drug Abuse.

Puttarak P, Pornpanyanukul P, Meetam T, Bunditanukul K, Chai-
yakunapruk N (2018) Efficacy and safety of Vernonia cinerea (L.) 
Less. for smoking cessation: A systematic review and meta-analysis 
of randomized controlled trials. Complementary therapies in medi-
cine 37: 37–42. https://doi.org/10.1016/j.ctim.2018.01.009

Sopori ML, Kozak W, Savage SM, Geng Y, Kluger MJ (1998) Nico-
tine-induced modulation of t cell function. In: Friedman H, Madden 
JJ, Klein TW (Eds) Drugs of Abuse, Immunomodulation, and Aids. 
Advances in Experimental Medicine and Biology (Vol. 437). Spring-
er, Boston, 279–289. https://doi.org/10.1007/978-1-4615-5347-2_31

Srivastava ED, Barton JR, O’Mahony S, Phillips DI, Williams GT, Matthews 
N, Ferguson A, Rhodes J (1991) Smoking, humoral immunity, and ulcer-
ative colitis. Gut 32: 1016–1019. https://doi.org/10.1136/gut.32.9.1016

Syahputra RA, Harahap U, Dalimunthe A, Nasution P, Haro G, Widodo 
DH, Satria D (2020) In-silico toxicity prediction of bioactive compounds 
of Vernonia Amygdalina Delile. and Digoxin. Rasayan Journal of Chem-
istry 13(02): 1220–1224. https://doi.org/10.31788/RJC.2020.1325638

Tarbiah N, Todd I, Tighe PJ, Fairclough LC (2019) Cigarette smoking 
differentially affects immunoglobulin class levels in serum and saliva: 
An investigation and review. Basic & Clinical Pharmacology & Toxi-
cology 125: 474–483. https://doi.org/10.1111/bcpt.13278

Trott O, Olson AJ (2010) AutoDock Vina: improving the speed and accu-
racy of docking with a new scoring function, efficient optimization, 
and multithreading. Journal of Computational Chemistry 31(2): 
455–461. https://doi.org/10.1002/jcc.21334

West R (2017) Tobacco smoking: health impact, prevalence, correlates 
and interventions. Psychology & Health 32: 1018–1036. https://doi.
org/10.1080/08870446.2017.1325890

WHO [World Health Organization] (2022) Tobacco. https://www.who.
int/news-room/factsheets/detail/tobacco [Acces January 2023]

https://doi.org/10.1093/nutrit/nuac115
https://doi.org/10.1093/nar/gkac389
https://doi.org/10.5005/ijcdas-57-1-42
https://doi.org/10.1093/ntr/ntr137
https://doi.org/10.1016/j.jep.2019.112396
https://doi.org/10.1016/j.jep.2019.112396
https://www.fda.gov/tobacco-products/health-effectstobacco-use/nicotine-why-tobacco-products-are-addictive
https://www.fda.gov/tobacco-products/health-effectstobacco-use/nicotine-why-tobacco-products-are-addictive
https://www.fda.gov/tobacco-products/health-effectstobacco-use/nicotine-why-tobacco-products-are-addictive
https://doi.org/10.1186/1471-2172-15-5
https://doi.org/10.31788/RJC.2021.1436163
https://doi.org/10.1002/14651858.CD000031.pub5
https://doi.org/10.1002/14651858.CD000031.pub5
https://doi.org/10.1371/journal.pone.0255866
https://doi.org/10.1371/journal.pone.0255866
https://doi.org/10.4103/0019-5545.124726
https://doi.org/10.1016/j.ctim.2013.08.006
https://doi.org/10.1371/journal.pone.0158939
https://doi.org/10.1002/prot.22711
https://doi.org/10.1038/s41572-022-00346-w
https://doi.org/10.1016/j.jnim.2018.10.001
https://doi.org/10.1016/j.jnim.2018.10.001
https://doi.org/10.1016/0165-5728(94)90213-5
https://doi.org/10.18773/austprescr.2022.001
https://doi.org/10.18773/austprescr.2022.001
https://doi.org/10.1007/s13721-021-00330-6
https://doi.org/10.1016/j.biopha.2020.110404
https://doi.org/10.1080/13880209.2023.2193595
https://doi.org/10.1080/13880209.2023.2193595
https://doi.org/10.1016/j.ctim.2018.01.009
https://doi.org/10.1007/978-1-4615-5347-2_31
https://doi.org/10.1136/gut.32.9.1016
https://doi.org/10.31788/RJC.2020.1325638
https://doi.org/10.1111/bcpt.13278
https://doi.org/10.1002/jcc.21334
https://doi.org/10.1080/08870446.2017.1325890
https://doi.org/10.1080/08870446.2017.1325890
https://www.who.int/news-room/factsheets/detail/tobacco
https://www.who.int/news-room/factsheets/detail/tobacco

	Molecular docking study of ginger (Zingiber officinale) on Immunoglobulin A for smoking cessation
	Abstract
	Introduction
	Materials and methods
	Molecular docking
	Molecular Mechanics Poisson-Boltzmann Surface Area (MMPBSA) method
	Molecular Dynamics (MD) simulation method human secretory immunoglobulin a with some test compounds

	Results and discussion
	IgA receptors
	Results Of MMPBSA human secretory Immunoglobulin A
	Results of MD simulation of human secretory immunoglobulin a with some test compounds Root Mean Square Deviation (RMSD)
	Root Mean Square Fluctuation (RMSF)
	Solvent-Accessible Surface Area (SASA)

	Conclusion
	Acknowledgments
	References

